• The liver regeneration process in the carbon tetrachloride model.
The purpose of this study was to analysis protein A producing gene in staphylococcus aureus which has been isolated from bovine milk and cheese by using PCR-RFLP method. 40 number of isolated staphylococcus including14 samples from traditional cheese, 19 samples from bovine milk and 7 samples from buffalo milk have been tested by using PCR-RFLP method. After proliferation of spa gen the enzymatic section with specific primers was produced by using Hhal gen. The spa gene was proliferated by using the primers of polymerase chain reaction. The proliferated products with the approximate size of 1270,1350,1380,and 1410 nucleotides pairs were made. From 40 samples of under studied staphylococcus aureus 25 samples contained the spa gene with the proliferated section of 1270 nucleotides pairs, 10 samples contained proliferated section of 1350 nucleotides pairs, 1 sample contained 1380 nucleotides pairs and 5 samples which all of them were belonged to cheese, contained proliferated section of 1410nucleotides pairs. The results of cutting the spa gene by using the Hhal cutting enzyme showed 4 different cutting patterns of the target gene but each one them were related to one size of the band of proliferated products and there was no significant diversity in one proliferated product. In dairy industry the production of healthy cheese and milk considered as an important issue, special milk and its products which contain diverse microorganism such as staphylococcus aureus. Staphylococcus aureus is one of the most important food pathogens which seems that the significant population of this bacteria were only belonged to cheese samples that can probably transmitted from humans to milk and from milk to cheese and other dairy products during milk production from bovine mastitis or transportation time. The existing staphylococcus in diary can cause food poisoning by enterotoxin. 
